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D-xylose - cellobiose +
gy fructose + maltose +
8 mannose + melibiose +
§ lactose + salicin +
% sucrose + trehalose +
raffinose + merititors -
mannitol + Starch -
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0% + 7.5% +
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% 4 7oy arEs

FPL2

Lactobacillus paraplantarum LMG 166737 AJ621662
Lactobacillus paraplantarum LMG 18402 AJ271963
Lactobacillus paraplantarum NIRD—P2 AJ271964
Lactobacillus pentosus LMG 1 0755" AJ286118
Lactobacillus pentosus LMG 10755" AJ621666
Lactobacillus pentosus LMG 18401 AJ292254
Lactobacillus plantarum subsp. argentoratensis Al AJ640080

Lactobacillus plantarum subsp. argentoratensis DKO 227  AJ640079

Lactobacillus plantarum subsp. plantarum ATCC 149177 AJ286119
Lactobacillus plantarum subsp. plantarum B41 AJ271962
Lactobacillus plantarum subsp. plantarum WCFS1 AL935263
Lactobacillus brevis LMG 79447 AJ621625
Lactobacillus collinoides LMG 91947 AJ621631
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Summary

Acid tolerance lactic acid bacteria ; FPL2 strain isolated from “Yamahai Syubo” (yeast mash, starter for
Sake) and selected for fermentation of Mume fruits was identified to Lactobacillus plantarum subsp.

argentoratensis
sequence analysis.

based on morphological, biochemical and molecular properties , moreover recA gene
Malic acid added in medium as only carbon source was decreased by FPL2 and malolactic

fermentation (MLF) was occurred. FPL2 has high tolerance against low pH condition, compared with other
typical L. plantarum or L. pentosus strains. Therefore, it may be worthwhile to inoculate the Mume fruit with

FPL2 as an active strain of MLF.
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